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EDUCATION AND TRAINING
Institution And Location Degree/Title Field Of Study
University of Brasilia, Brasilia, D.F., Brazil BS Molecular Biology
University of Brasilia, Brasilia, D.F., Brazil MS Molecular Biology
University of Georgia, Athens, GA, USA PHD Genetics
University of Wisconsin, Madison, WI, USA Research Assistant Genetics
University of Wisconsin, Madison, WI, USA Assistant Researcher Genetics
Stanford University, Palo Alto, CA, USA Research Associate Genetics
PROFESSIONAL SKILLS

Bioinformatics and Genomics

Expert in the interpretation and use of Genomic, Epigenomic, Transcriptomic, and
Proteomic Data: Proficient in analyzing diverse omics data for research and practical
applications.

Expertise in Human, Fungal, and Bacterial Genetics and Genomics: Extensive knowledge
in genetic analysis across multiple organisms.

Expert in Bioinformatics Pipeline Development: Skilled in creating efficient pipelines for
high-throughput data processing.

Expert in Next-Generation DNA and RNA Sequencing (NGS) and data analysis:
Experienced with technologies such as lllumina, Pacific Biosciences, and lon Torrent.

Expert in Genome and Transcriptome Assembly and Annotation: Comprehensive
experience in assembling and annotating genetic data.

Advanced knowledge in Comparative Genomics, Proteomics, and Metagenomics: In-
depth understanding of comparing genomes and analyzing proteomics and metagenomics
data.

Expert in developing advanced algorithms for processing DNA, RNA, and protein data:
Skilled in creating sophisticated computational algorithms.

Expert in integrating DNA, RNA, and protein data into machine learning and Al
frameworks: Proficient in applying machine learning and Al to biological data.

Programming and Technical Skills

Expert in setting up and deploying computer systems, ensuring they are optimized for
high-performance tasks. My extensive experience with computers and supercomputers
includes not only their operation but also the creation and execution of scripts using the Slurm
job scheduling and management system. This expertise allows me to leverage
supercomputing power effectively for complex computational tasks and large-scale data
analysis.

Proficient in Python (e.g., Pandas), R, Perl, C/C++, and UNIX platforms using Linux and
Bash/Shell: Strong programming skills across multiple languages and platforms.

Expert in the use of R for bioinformatics analysis, data display, and statistical analysis:
Extensive experience with R for comprehensive bioinformatics and statistical tasks.

Skilled in connecting bioinformatics solutions (e.g., Galaxy) to SQL and PostgreSQL
databases: Proficient in integrating bioinformatics tools with database systems.

Expert in the deployment and use of Git/GitLab and GitHub for version control and
collaboration: Highly experienced in using version control systems.
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Expert in deploying and using Jupyter Lab for comprehensive data analysis and
visualization: Proficient in utilizing Jupyter Lab for interactive analysis.

Expert in using Galaxy for genomic data analysis and visualization: Skilled in leveraging
Galaxy for research.

Expert in deploying and compiling advanced bioinformatics packages and their
dependencies across diverse computing platforms, including cloud-based
environments: Adept at managing bioinformatics software.

Molecular Biology and Biochemistry

Advanced expertise in molecular biology techniques, including DNA, RNA, and protein
extraction, purification, and characterization: Proficient in a wide range of molecular
biology protocols.

Industry and Leadership Skills

Experienced industry consultant known for strategic thinking and a results-oriented
approach: Recognized for providing strategic insights in industry settings.

Demonstrated leadership experience, having supervised research projects for
numerous postdoctoral, graduate, and undergraduate students: Proven ability to lead and
mentor researchers.

Strong analytical and problem-solving skills with effective communication and
organizational abilities adaptable to diverse audiences: Excellent at analyzing complex
problems and organizing tasks.

Strong interdisciplinary mind with a knack for simplifying complex concepts and
applying engineering mindsets to molecular techniques: Talented at breaking down
complex ideas and applying engineering principles.

TEACHING SKILLS
Courses Developed:

Computational Genomics (Undergraduate Level) and Genomics (Graduate Level). The
Computational Genomics and Genomics courses equip students with fundamental skills in
genome data acquisition, manipulation, and analysis, utilizing computational tools like Galaxy
and CyVerse, to prepare them for the Genomics Revolution and contemporary biological
research.

Digital Biology (Graduate Level). Digital Biology is an introductory command-line-driven
course aimed at preparing students for the paradigm shift in biology brought about by
Genomics and Computational Genomics. It focuses on developing terminal-based skills for
data manipulation, version control, scripting, and utilizing computational tools for mapping and
assembly of transcriptome data, using resources like Cyverse and TAMU Supercomputer
Grace.

Advanced Eukaryotic Genetics and Epigenetics (Graduate Level). This advanced
graduate level course delves into genetics and epigenetics topics related to RNA silencing,
covering genetic approaches in both small and large eukaryotic organisms, including fungi and
mice. It explores non-mendelian genetic segregation and the biology of non-coding RNAs,
exposing students to current molecular and genetic literature. By the course's end, students
are expected to possess advanced knowledge of genetic and epigenetic mechanisms in key
model organisms and relevant epigenetic phenomena.

Information in Biology (Graduate and Undergraduate Levels). This course aimed to tackle
the interdisciplinary nature of information transfer in biology, exploring the laws and processes
governing it. The hypothesis posited was that similar principles observed in other systems,
such as large corporations, also apply to unicellular organisms like Escherichia coli, and vice
versa. The ultimate goal was to translate these concepts into the development of software or
hardware with properties of "evolvability."



« Courses Taught: Cellular and Molecular Biology, Fundamentals of Microbiology, and
Bacterial Genetics

EMPLOYMENT

« Associate Professor.
Department of Biology, College of Arts and Sciences.
Texas A&M University, College Station, TX, USA

« Assistant Professor.
Department of Biology, College of Science.
Texas A&M University, College Station, TX, USA

- Basic Life Science Research Associate.
Department of Life Sciences.
Stanford University, Palo Alto, CA, USA

+ Assistant Researcher.
Department of Biomolecular Chemistry.
University of Wisconsin, Madison, WI, USA

* Research Assistant.
Department of Biomolecular Chemistry.
University of Wisconsin, Madison, WI, USA

+ Researcher ll.
Division of Genetic Engineering.
National Center for Genetic Resources and Biotechnology (CENARGEN), EMBRAPA.
Brasilia, D.F., Brazil

SCIENTIFIC APPOINTMENTS

- Editor. PeerJ, The Journal of Life & Environmental Sciences.
San Diego, CA, USA

+ Section Editor — Genetics and Genomics. PLoS ONE, Public Library of Science One.
San Francisco, CA, USA

« Editor. The International Journal of Biological Sciences.
BiolSci Editorial. P.O. Box 19617. Toronto M4W 3T9 Canada

« Editor. Fungal Genetics Newsletter. Fungal Genetics Stock Center.
Department of Microbiology. University of Kansas Medical Center.
Kansas City, Kansas 66160-7420 USA

- Editor. The Open Mycology Journal. Bentham Open

INDUSTRIAL CONSULTING EXPERIENCE

 Member Advisory Board, F2G, Ltd., Manchester, UK
Area(s) of Expertise: Genetics and Genomics

« Genencor, Palo Alto, CA, USA
Area(s) of Expertise: Genetics and Genomics

« Schering-Plough Research Institute, Kenilworth, NJ, USA
Area(s) of Expertise: Genetics and Genomics

« Scriptgen Pharmaceuticals, Walthan, MA, USA
Area(s) of Expertise: Genetics and Genomics

GOVERNMENT CONSULTING EXPERIENCE
« National Center for Genetic Resources and Biotechnology (CENARGEN).
EMBRAPA. Brasilia, D. F., Brazil
Area(s) of Expertise:
Development of Software for the analysis of nucleic acids and proteins
Development of Optimization Algorithms applied to Biotechnology and Agriculture



Development of laboratory automation applied to Biotechnology

LANGUAGES
« Spanish: Advanced
* Portuguese: Advanced
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